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HEJUHEWHAS JUHAMUKA CUHTETHYECKHUX CETEN TEHHOM PEI'YJISAIIAA
M.B. Heanuenko, O.U. Kanaxos, P.A. Komenvnuxos, U.b. Kpwvinos

CuHTETHYECKHE PETYJSITOPHBIE AJIEMEHTHI, BCTPOSHHBIE B KIIETKY, MOTYT (DYHKIIHOHHUPOBATbH B
U3BECTHOM CTEIEHM HE3aBUCUMO OT OCHOBHOM, IPUPOJHOM CHCTEMBI. JKCIIEPUMEHTAIBHBIE U

TEOPETUYECKUE MCCIEAOBAHAA MAJBIX CHHTCTHYECKHX CETEH IIO3BOJISIIOT JIydllle MOHSTH
JUHAMHAYECKHE MEXaHU3Mbl TE€HHOW peryisiquu B nenom. lLlenbs naHHOM cratbuM — JaTh
NPEJCTaBICHUE O COBPEMEHHBIX MAaTEMaTHYECKHX IMOAXO0JaX M METo/Jax B 3TOH 0o0yacTH, B

NIEPBYIO OYepeib, B paMKax HEIMHEHHON THHAMUKH.

Kniouesvie cnosa: HenuneliHas JIWHAMUKa, MaTEMAaTHYECKOE MOJCIHMPOBAHUE, TECHHAs

peryisnus.

NONLINEAR DYNAMICS OF SYNTHETIC GENE REGULATORY CIRCUITS

M. V. Ivanchenko, O. I. Kanakov, R. A. Kotelnikov, I. B. Krylov

Built in a cell synthetic gene regulatory elements may function rather independently on the original natural

system. Experimental and theoretical studies of small synthetic networks allow for a better understanding

of fundamental dynamical mechanisms of gene regulation. This paper gives an introduction to the
modern mathematical approaches and methods in this field, primarily in the framework of nonlinear

dynamics.
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